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3 <110> APPLICANT: UWS Ventures Limited 

4 Walker, William 

5 Hopkin, Julian M 

7 <120> TITLE OF INVENTION: Materials and Methods for Treatment of Allergic Disease 

9 <130> FILE REFERENCE: RIC/6284012 
C--> 11 <140> CXTRRENT APPLICATION NUMBER: US/10/590,680 
C--> 12 <141> CURRENT FILING DATE: 2006-08-25 

14 <150> PRIOR APPLICATION NUMBER: GB 0404209.9 

15 <151> PRIOR FILING DATE: 2004-02-25 

17 <160> ^TJ^5BER OF SEQ ID NOS : 22 ' ' 

19 <170> SOFTWARE: Patentin version 3.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 21 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Artificial sequence 

26 <220> FEATURE: 

27 <223> OTHER INFORMATION: siRNA 

29 <400> SEQUENCE: 1 

30 gcaggaagaa cucaaguuut t 21 

33 <210> SEQ ID NO: 2 

34 <211> LENGTH: 21 

35 <212> TYPE: DNA 

36 <213> ORGANISM: Artificial sequence 

38 <220> FEATURE: 

39 <223> OTHER INFORMATION: siRNA 

41 <400> SEQUENCE: 2 

42 acaguacguu acuagccuut t 21 

45 <210> SEQ ID NO: 3 

46 <211> LENGTH: 21 

47 <212> TYPE: DNA 

48 <213> ORGANISM: Artificial sequence 

50 <220> FEATURE: 

51 <223> OTHER INFORMATION: siRNA 

53 <400> SEQUENCE: 3 

54 gaaucaguca acguguugut t 21 

57 <210> SEQ ID NO: 4 

58 <211> LENGTH: 21 

59 <212> TYPE: DNA 

60 <213> ORGANISM: Artificial sequence 

62 <220> FEATURE: 

63 <223> OTHER INFORMATION: siRNA 

65 <400> SEQUENCE: 4 

66 agcacuggag aaaucaucat t 21 
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69 <210> SEQ ID NO: 5 

70 <211> LENGTH: 19 

71 <212> TYPE: DNA 

72 <213> ORGANISM: Homo sapiens 

74 <400> SEQUENCE: 5 

75 gcaggaagaa cucaaguuu 

78 <210> SEQ ID NO: 6 

79 <211> LENGTH: 19 

80 <212> TYPE: DNA 

81 <213> ORGANISM: Homo sapiens 

83 <400> SEQUENCE: 6 

84 acaguacguu acuagccuu 

87 <210> SEQ ID NO: 7 

88 <211> LENGTH: 19 

89 <212> TYPE: DNA 

90 <213> ORGANISM: Homo sapiens 

92 <400> SEQUENCE: 7 

93 gaaucaguca acguguugu 
96.<215> Sm ID NO; 8 ... 

97 <2.il> LENGTH: -19 

98 <212> TYPE: DNA 

99 <213> ORGANISM: Homo sapiens 
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249 545 550 555 560 

252 Leu Arg Phe Ser Asp Ser Glu lie Gly Gly lie Thr lie Ala His Val 

253 565 570 575 

256 lie Arg Gly Gin Asp Gly Ser Pro Gin lie Glu Asn lie Gin Pro Phe 

257 580 585 590 

260 Ser Ala Lys Asp Leu Ser lie Arg Ser Leu Gly Asp Arg lie Arg Asp 

261 595 . ^ 6.00 605 

264 Leu Ala Gin Leu Lys Asn Leu Tyr Pro Lys Lys Pro Lys Asp Glu Ala 

265 610 615 620 

268 Phe Arg Ser His Tyr Lys Pro Glu Gin Met Gly Lys Asp Gly Arg Gly 

269 625 630 635 640 

272 Tyr Val Pro Ala Thr lie Lys Met Thr Val Glu Arg Asp Gin Pro Leu 

273 645 650 655 

276 Pro Thr Pro Glu Leu Gin Met Pro Thr Met Val Pro Ser Tyr Asp Leu 

277 660 665 670 

280 Gly Met Ala Pro Asp Ser Ser Met Ser Met Gin Leu Gly Pro Asp Met 

281 675 680 685 

284 Val Pro Gin Val Tyr Pro Pro His Ser His Ser lie Pro Pro Tyr Gin 

285, . . ^690^- - ^. ^ '^.95 . 700, . 

286 Gly Leu Ser Pro Glu" Glu Ser Val Asn Val* L'eu Ser Ala Phe Gin Glu 

289 705 710 715 720 

292 Pro His Leu Gin Met Pro Pro Ser Leu Gly Gin Met Ser Leu Pro Phe ^ 

293 725 730 735 

296 Asp Gin Pro His Pro Gin Gly Leu Leu Pro Cys Gin Pro Gin Glu His 

297 740 745 750 . 

3 00 Ala Val Ser Ser Pro Asp Pro Leu Leu Cys Ser Asp Val Thr Met Val 
301 755. 760 765 

304 Glu Asp Ser Cys Leu Ser Gin Pro Val Thr Ala Phe Pro. Gin Gly Thr 

305 770 775 780 

308 Trp lie Gly Glu Asp lie Phe Pro Pro Leu Leu Pro Pro Thr Glu Gin 

309 785 790 795 800 

312 Asp Leu Thr Lys Leu Leu Leu Glu Gly Gin Gly Glu Ser Gly Gly Gly 

313 805 810 815 

316 Ser Leu Gly Ala Gin Pro Leu Leu Gin Pro Ser His Tyr Gly Gin Ser 

317 820 825 830 

320 Gly lie Ser Met Ser His Met Asp Leu Arg Ala Asn Pro Ser Trp 

321 835 840 845 

324 <210> SEQ ID NO: 10 

325 <211> LENGTH: 3993 

326 <212> TYPE: DNA 

327 <213> ORGANISM: Homo sapiens 

329 <400> SEQUENCE: 10 

330 ccggaaacag cgggctgggg cagccactgc ttacactgaa gagggaggac gggagaggag 60 
332 tgtgtgtgtg tgtgtgtgtg tgtgtgtgta tgtatgtgtg tgctttatct tatttttctt 120 
334 tttggtggtg gtggtggaag gggggaggtg ctagcagggc cagccttgaa ctcgctggac 180 
336 agagctacag acctatgggg cctggaagtg cccgctgaga aagggagaag acagcagagg 240 
338 ggttgccgag gcaacctcca agtcccagat catgtctctg tggggtctgg tctccaagat 300 
340 gcccccagaa aaagtgcagc ggctctatgt cgactttccc caacacctgc ggcatcttct 360 
342 gggtgactgg ctggagagcc agccctggga gttcctggtc ggctccgacg ccttctgctg 420 



f i 1 e : / /C : \CRF4 \Out hold\ Vs r J5 90680. htm 



9/6/2006 



i « 



I 



Page 5 of 7 



RAW SEQUENCE* LISTING 

PATENT APPLICATION: US/10/590,680 



DATE: 09/06/2006 
TIME: 10:18:16 



Input Set : A:\sequence.app 

Output Set: N:\CRF4\09062006\J590680.raw 



344 caacttggct 
346 gcagggggag 
348 ggaccccctg 
350 tatggaacag 
352 taagacaggc 
354 cctgcagaag 
356 taatgggact. 
.358 agaggcagcc 
360 ggcagggaat 
362 cctggtggac 
364 gcccaagacc 
366 cagttgcttc 
368 ggctggagtt 
370 ggtcagggcc 
372 tggggctgga 
374 cattcctggg 
376 gtgtgagcgg 
378 cagcttcaca 
«^3-80 ggtggtcatc 
-38^2-"tgccttctct 
384 gatgtgtgaa 
386 cccagagcac 
388 ggccttccag 
390 tggcttcacc 
392 gagctactgg 
394 tcttctcaat 
396 catcaccatt 
398 gccattctct 
400 tcagctcaaa 
402 gcctgaacag 
404 ggaaagggac 
406 tgaccttgga 
408 ccaggtgtac 
410 atcagtcaac 
412 ccagatgagc 
414 ggagcatgct 
416 cagctgcctg 
418 attccctcct 
420 aggggagtcg 
422 gcaatctggg 
424 gctggaggga 
426 cttgctcatg 
428 tgggtcagga 
430 cctttctatc 
432 ctgagacacg 
434 agagctctct 
436 ggcatggaag 
438 acagacacat 
440 tgggaagcag 



agtgccctac 
gggagcacca 
aagctggtgg 
ttccgccact 
ttgcggaggc 
ggggctgagg 
gggccaagtg 
aaagccctag 
ggcgcaccgt 
atttattccc 
cgggcatcgc 
ctggtggaga 
cgattcctgt 
gacatggtga 
gcagaaagca 
aactgctgct 
aagggcactg 
cttggccccg 
gtccatggca 
gagatggacc 
actctgaacc 
ttcctcttcc 
caccgttctg 
ttttggcagt 
tctgaccggc 
gagcccgacg 
gcccatgtca 
gccaaagacc 
aatctctatc 
atgggtaagg 
caaccacttc 
atggcccctg 
ccaccacact 
gtgttgtcag 
ctgccctttg 
gtgtccagcc 
agccagccag 
ctgctgcctc 
gggggagggt 
atctcaatgt 
gaacccaaag 
ccctgccaag 
ggaaaagact 
attcccctgc 
ccccaacatg 
gagggtgatg 
gcttctccgc 
ttacactaga 
ctcaagggac 



tttcagacac 
tcttgcaaca 
ccactttcag 
tgccaatgcc 
tgcagcaccg 
ctggccaagt 
aggccctggc 
tgctgaagag 
ttgaggagag 
agctacagca 
tgactggccg 
agcagccccc 
tgggcttgag 
cagagaagca 
ctggagaaat 
ctgccctgtt 
agtctgtcac 
gcaaactccc 
ciccaagacaa 
gcgtgccctt 
tgaagttcat 
tggcccagaa 
tgtcctggtc 
ggtttgatgg 
tgatcattgg 
gaacctttct 
tccggggcca 
tgtccattcg 
ccaagaagcc 
atggcagggg 
ctaccccaga 
attcctccat 
ctcactccat 
ccttccagga 
accagcctca 
ctgaccccct 
tgacagcgtt 
ccactgaaca 
ccttgggggc 
cccacatgga 
agacagctct 
cagcagatgg 
aacaggagaa 
ccacctcctt 
cctgcacctg 
gggctgagca 
ccattctgac 
ggccagggat 
cctgggtggg 



tgtccagcac 
catcagcacc 
acaaatactt 
tttccactgg 
agtaggggag 
gtctctgcac 
catgctactg 
gatccagatt 
cctggcccca 
ggaggtaggg 
gctggatgaa 
ccaggtactg 
gttcctgggg 
ggcgcgggag 
catcaacaac 
caagaacctg 
agaggagaag 
catccagctc 
caatgccaaa 
tgtggtggct 
ggctgaggtg 
gatcttcaat 
gcagttcaac 
tgtcctggac 
cttcatcagc 
cctccgcttc 
ggatggctct 
ctcactgggg 
caaggatgag 
ttatgtccca 
gctccagatg 
gagcatgcag 
ccccccgtat 
gcctcacctg 
cccccagggc 
gctctgctca 
tcctcagggc 
ggacctcact 
acagcccctc 
cctaagggcc 
tctactaccc 
ggagggtgcc 
tgcacagtgg 
ccagcactga 
cagcgcgcac 
ggaggggggc 
ccagggccta 
agaggatatt 
agcataggag 



cttcaggcct 
cttgagagca 
caaggagaga 
aagcaggaag 
atccaccttc 
agcttgatag 
caggagacca 
tggaaacggc 
ctccaggaga 
gcggctggtg 
gtcctgagaa 
aagactcaga 
gccccagcca 
ctgagtgtgc 
actgtgccct 
cttctcaaga 
tgcgctgtgc 
caggccctgt 
^^^cr.actatcc 
gagcgggtgc 
gggaccaacc 
gacaacagcc 
aaggagatcc 
ctcaccaaac 
aaacagtacg 
agcgactcag 
ccacagatag 
gaccgaatcc 
gctttccgga 
gctaccatca 
cctaccatgg 
cttggcccag 
caaggcctct 
cagatgcccc 
ctgctgccgt 
gatgtgacca 
acttggattg 
aagcttctcc 
ctgcagccct 
aaccccagtt 
ccacagacct 
ctcctatccc 
gtggagccaa 
ctggaaggga 
acgcacgcac 
tgggtaagag 
ggacggatag 
gggtctcagc 
gggtctggac 



cggtgggaga 

tatatcagag 

aaaaagctgt 

aactcaagtt 

tccgagaagc 

aaactcctgc 

ctggagagct 

agcagcagct 

ggtgtgaaag 

gggagcttga 

ccctcgtcac 

ccaagttcca 

agcctccgct 

ctcagggtcc 

tggagaacag 

agatcaagcg 

tcttctctgc 

ctctgcccct 

tgtgggacaa- 

cctgggagaa 

gggggctgct 

tcagtatgga 

tgctgggccg 

gctgtctccg 

ttactagcct 

agattggggg 

agaacatcca 

gggatcttgc 

gccactacaa 

agatgaccgt 

tgccttctta 

atatggtgcc 

ccccagaaga 

ccagcctggg 

gccagcctca 

tggtggaaga 

gtgaagacat 

tggaggggca 

cccactatgg 

ggtgatccca 

gctctggaca 

cacctactcc 

tccactcctt 

agttcaggct 

acacacatac 

cacaggttag 

gcaggaacat 

cctaggggaa 

atgtggttac 
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